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Summary Section of DNA_ug_gm when Group=Flight
Standard Standard

Count Mean Deviation Error Minimum Maximum Range
10 1917.107 190.1077 60.11734 1636.67 2187.06 550.39

Counts Section of DNA_ug_gm when Group=Flight
Sum of Missing Distinct Total Adjusted

Rows Frequencies Values Values Sum Sum Squares Sum Squares
28 10 0 10 19171.07 3.707826E+07 325268.5

Means Section of DNA_ug_gm when Group=Flight
Geometric Harmonic

Parameter Mean Median Mean Mean Sum Mode
Value 1917.107 1920.025 1908.528 1899.888 19171.07 1636.67
Std Error 60.11734 601.1734
95% LCL 1781.112 17811.12
95% UCL 2053.102 20531.02
T-Value 31.8894
Prob Level 0.000000
Count 10 10 10 1

Variation Section of DNA_ug_gm when Group=Flight
Standard Unbiased Std Error Interquartile

Parameter Variance Deviation Std Dev of Mean Range Range
Value 36140.95 190.1077 195.4515 60.11734 344.41 550.39
Std Error 8914.427 33.15726 10.48525
95% LCL 17098.91 130.7628 41.35082
95% UCL 120452.4 347.0626 109.7508

Summary Section of DNA_ug_gm when Group=Synchronous
Standard Standard

Count Mean Deviation Error Minimum Maximum Range
7 1844.566 179.7824 67.95136 1603.76 2076.23 472.47

Counts Section of DNA_ug_gm when Group=Synchronous
Sum of Missing Distinct Total Adjusted

Rows Frequencies Values Values Sum Sum Squares Sum Squares
28 7 3 7 12911.96 2.401089E+07 193930.3

Means Section of DNA_ug_gm when Group=Synchronous
Geometric Harmonic

Parameter Mean Median Mean Mean Sum Mode
Value 1844.566 1924.17 1836.941 1829.234 12911.96 1603.76
Std Error 67.95136 475.6595
95% LCL 1678.295 11748.06
95% UCL 2010.837 14075.86
T-Value 27.1454
Prob Level 0.000000
Count 7 7 7 1
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Variation Section of DNA_ug_gm when Group=Synchronous
Standard Unbiased Std Error Interquartile

Parameter Variance Deviation Std Dev of Mean Range Range
Value 32321.71 179.7824 187.3966 67.95136 328.08 472.47
Std Error 8834.699 34.74798 13.1335
95% LCL 13421.36 115.8506 43.78741
95% UCL 156731.1 395.8928 149.6334

Summary Section of DNA_ug_gm when Group=Vivarium
Standard Standard

Count Mean Deviation Error Minimum Maximum Range
8 2067.53 158.161 55.91837 1919.44 2386.51 467.07

Counts Section of DNA_ug_gm when Group=Vivarium
Sum of Missing Distinct Total Adjusted

Rows Frequencies Values Values Sum Sum Squares Sum Squares
28 8 0 8 16540.24 3.437255E+07 175104.4

Means Section of DNA_ug_gm when Group=Vivarium
Geometric Harmonic

Parameter Mean Median Mean Mean Sum Mode
Value 2067.53 1987.755 2062.503 2057.736 16540.24 1919.44
Std Error 55.91837 447.347
95% LCL 1935.304 15482.43
95% UCL 2199.756 17598.05
T-Value 36.9741
Prob Level 0.000000
Count 8 8 8 1

Variation Section of DNA_ug_gm when Group=Vivarium
Standard Unbiased Std Error Interquartile

Parameter Variance Deviation Std Dev of Mean Range Range
Value 25014.91 158.161 163.8923 55.91837 205.8 467.07
Std Error 12573.62 56.21415 19.8747
95% LCL 10935.3 104.572 36.97178
95% UCL 103620.1 321.9008 113.8091
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Tests of Assumptions Section
Test Prob Decision

Assumption Value Level (0.05)
Skewness Normality of Residuals 0.3943 0.693333 Accept
Kurtosis Normality of Residuals -1.6370 0.101625 Accept
Omnibus Normality of Residuals 2.8354 0.242276 Accept
Modified-Levene Equal-Variance Test 0.7213 0.497274 Accept

Box Plot Section
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Expected Mean Squares Section
Source Term Denominator Expected
Term DF Fixed? Term Mean Square
A: Group 2 Yes S(A) S+sA
S(A) 22 No S(A)
Note: Expected Mean Squares are for the balanced cell-frequency case.

Analysis of Variance Table
Source Sum of Mean Prob Power
Term DF Squares Square F-Ratio Level (Alpha=0.05)
A: Group 2 198498.2 99249.1 3.14 0.062913 0.543441
S(A) 22 694303.2 31559.24
Total (Adjusted) 24 892801.4
Total 25
* Term significant at alpha = 0.05
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Kruskal-Wallis One-Way ANOVA on Ranks
Hypotheses
Ho: All medians are equal.
Ha: At least two medians are different.

Test Results
Chi-Square Prob

Method DF (H) Level Decision(0.05)
Not Corrected for Ties 2 4.443099 0.108441 Accept Ho
Corrected for Ties 2 4.443099 0.108441 Accept Ho

Number Sets of Ties 0
Multiplicity Factor 0

Group Detail
Sum of Mean

Group Count Ranks Rank Z-Value Median
Flight 10 128.00 12.80 -0.1109 1920.025
Synchronous 7 62.00 8.86 -1.7552 1924.17
Vivarium 8 135.00 16.88 1.8059 1987.755

Means and Effects Section
Standard

Term Count Mean Error Effect
All 25 1944.931 233.1681
A: Group
Flight 10 1917.107 56.17761 1683.939
Synchronous 7 1844.566 67.14508 1611.398
Vivarium 8 2067.53 62.80848 1834.362

Plots of Means Section
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Newman-Keuls Multiple-Comparison Test

Response: DNA_ug_gm
Term A: Group

Alpha=0.050  Error Term=S(A)  DF=22  MSE=31559.24

Different
Group Count Mean From Groups
Synchronous 7 1844.566 Vivarium
Flight 10 1917.107
Vivarium 8 2067.53 Synchronous

Scheffe's Multiple-Comparison Test

Response: DNA_ug_gm
Term A: Group

Alpha=0.050  Error Term=S(A)  DF=22  MSE=31559.24 Critical Value=2.624255

Different
Group Count Mean From Groups
Synchronous 7 1844.566
Flight 10 1917.107
Vivarium 8 2067.53

Tukey-Kramer Multiple-Comparison Test

Response: DNA_ug_gm
Term A: Group

Alpha=0.050  Error Term=S(A)  DF=22  MSE=31559.24 Critical Value=3.552614

Different
Group Count Mean From Groups
Synchronous 7 1844.566
Flight 10 1917.107
Vivarium 8 2067.53


